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QA Configuration

1. Select the features of interest,
e.g., peaks or areas. Here, the
selected regions are potential
metabolomic biomarkers with
large Fisher Ratios differentiating
samples from two variants of
Arabidopsis plant.

2. Select the attributes of interest,
e.g., retention times, SNR, and
the best match from the NIST MS

Library.
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QA Rapid Screen

QA Rapid Screen can be configured
to show many views, including, as

shown below: TIC Image View, SIC
Image View, MS View, Navigator
View, and 1D Slice View.
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The views are tightly integrated so
that changing the focus feature in
the Blob/Area Table changes all of

the views to show the new focus

feature.

for visualization. (See next

panel.)

Blobs ':Areas [ Excluded Blobs:

1. GC Image Investigator™

identified peaks for

registration and potential
. biomarkers.
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2. Attributes of interest are selected blob/area

properties to be shown in the Blob/Area Tables.

In QA Rapid Screen mode, users can
employ GC Image tools to examine

and/or reprocess data. Users can
} confirm results, make notes, or reject
unacceptable results in the
Blob/Area Table.

Results of QA Screening can be

Interactive | Static|

included as a sub-report in the GC
Image Summary Report. Fields in
the Blob/Area Table can be color

coded for clear visual cues.
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